
−13.19

−4.47

4.25

12.97
Chaussabel_1,5_Myeloid lineage

G
S

Z
mBL
intermediate
non−mBL

NCF2PLBD1HCKFXYD6DUSP3DUSP3TNFRSF1BBLVRACSTALGALS2BLVRACD86CD86CD86TLR2TNFSF13TNFSF13TNFSF13TNFSF13SLC7A7KYNUKYNUKYNUTGFBIHK3CD14
RAB31RAB31RAB31EPB41L3ADGRE2ADAP2STAB1STAB1ADGRE1SECTM1PLXNB2SLC2A6SHTN1CPQCPQLST1LST1LST1LST1LST1LST1HNMTHNMTACPPCD1DLY86CUX1SEMA4A

VDRVDRVCANVCANVCANVCANVCANCD163CD163FCN1CPVLGM2AGM2AGM2AGNSDUSP3TPP1HOMER3HOMER3PECAM1

−2.6 2.5∆ e



−6

−4

−2

0

2

4

6

Chaussabel_1,5_Myeloid lineage
G

S
Z

on
−
off

# features = 195

1

11



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

Chaussabel_1,5_Myeloid lineage
G

S
Z


